
 
 

EULAR Secretariat | Seestrasse 240 | 8802 Kilchberg | Switzerland  
T: +41 44 716 30 30 | F: +41 44 716 30 39  
M: eular@eular.org | W: www.eular.org  

1 

 
Chapter 4 References 

Balding DJ. A tutorial on statistical methods for population association studies. Nat Rev Genet 
2006;7:781–91. 

Bansal V, Libiger O, Torkamani A, et al. Statistical analysis strategies for association studies 
involving rare variants. Nat Rev Genet 2010;11:773–85. 

Christensen K, Murray JC. What genome-wide association studies can do for medicine. N Engl J 
Med 2007;356:1094–7. 

Croker JA, Kimberly RP. Genetics of susceptibility and severity in systemic lupus erythematosus. 
Curr Opin Rheumatol 2005;17:529–37. 

Feero WG, Guttmacher AE, Manolio TA. Genome-wide association studies and assessment of the 
risk of disease. N Engl J Med 2010;363:166–76. 

Harley IT, Kaufman KM, Langefeld CD, et al. Genetic susceptibility to SLE: new insights from fine 
mapping and genome-wide association studies. Nat Rev Genet 2009:10:285–90. 

Iafrate AJ, Feuk L, Rivera MN, et al. Detection of large-scale variation in the human genome. Nat 
Gen 2004;36:949–51. 

International Genetics of Ankylosing Spondylitis Consortium (IGAS), et al. Identification of multiple 
risk variants for ankylosing spondylitis through high-density genotyping of immune-related loci. Nat 
Genet 2013;45:730–8. 

Jirtle RL, Skinner MK. Environmental epigenomics and disease susceptibility. Nat Rev Genet 
2007;8:253–62. 

Lewis CM. Genetic association studies: design, analysis and interpretation. Brief Bioinform 
2002;3:146–53. 

Okada Y, Wu D, Trynka G, et al. Genetics of rheumatoid arthritis contributes to biology and drug 
discovery. Nature 2014;506:376–81 

Radstake TR, Gorlova O, Rueda B, et al. Genome-wide association study of systemic sclerosis 
identifies CD247 as a new susceptibility locus. Nat Genet 2010;42:426–9. 

Redon R, Ishikawa S, Fitch KR, et al. Global variation in copy number in the human genome. 
Nature 2006;444:444–454. 

Reveille JD. The genetic basis of ankylosing spondylitis. Curr Opin Rheumatol 2006;18:332–41. 

Scott DL, Wolfe F, Huizinga TWJ. Rheumatoid arthritis. Lancet 2010;376:1094–108. 

Thomas GP, Brown MA. Genetics and genomics of ankylosing spondylitis. Immunol Rev 
2010;233:162–80. 

Wang KF, Ye SL, Song LJ, et al. The metastasis of hepatocarcinoma can be inhibited by T 
lymphocytes reconstitution in nude mice model. Hepatogastroenterology 2010;57:1220–6. 

Wellcome Trust Case Control Consortium. Genome-wide association study of 14,000 cases of 
seven common diseases and 3,000 shared controls. Nature 2007;447:661–78. 



 
 

EULAR Secretariat | Seestrasse 240 | 8802 Kilchberg | Switzerland  
T: +41 44 716 30 30 | F: +41 44 716 30 39  
M: eular@eular.org | W: www.eular.org  

2 

Zilberman D. The human promoter methylome. Nat Genet 2007;39:442–3. 

 
 


