Supplemental Table 1. Primers used in this work

Primer Gene Sequence Use Source

FO2852 ACT1 CCGGTGACGACGCTCC real-time PCR this work
FO2853 ACT1 TGGTGTCTTGGTCTACCGACG northern probe

TELO.6 #1  telVI-R 0.6 kb CAGGCAGTCCTTTCTATTTC real-time PCR  Hoppe et al. 2002
TELO.6#2 telVI-R 0.6 kb GCTTGTTAACTCTCCGACAG

TEL2.8#1 telVI-R 2.8 kb CTGATCTGATGTTCTCACGC real-time PCR  Hoppe et al. 2002
TEL2.8#2 telVI-R 2.8 kb TCTGTATGAGTCATCGAAGC

oLP#919 YFRO57W CTAGTGTCTATAGTAAGTGCTCGG real-time PCR  Darst et al., 2008
oLP#767 YFRO57W CTCTAACATAACTTTGATCCTTACTCG

FO868 HTA2-HTB2 promoter ATGTGTTCTCTGAAATTCGC real-time PCR Hess et al., 2004
FO869 HTA2-HTB2 promoter CTTTGTTCTTGTAAGCGCG

FO3881 ChrV no ORF GTGTTTGACCCGAGGGTATG real-time PCR Hess et al., 2004
FO3882 ChrV no ORF TAAGGTCCACACCGTCATCA

FO572 SPT10 CTGAGGGCGGCAAGTGTACCCC northern probe  this work

FO573 SPT10 CTTGGTACGTGCCCACGCAG

FO5441 SIR2 TGAGGGAAACCAACACAACA northern probe  this work
FO5442 SIR2 CACGCTCTTGCGAGTTGATA

FO5443 SIR3 AACGAAATGAACGGAAATGG northern probe  this work
FO5444 SIR3 GGTGCAAACCGGTCTAAAAT

FO6455 SIR4 CACCCAATAGGTCCAGCACT northern probe  this work
FO6456 SIR4 GTGGTGAGGATTTTGGCTGT

FO6548 at AAATATTTCTAACAATAGGTTAGAAATATACCACCAC northern probe  this work
FO6528 at ATGCCACATTTCTTTGCAACTTCTTCT

FO357 at GCATCCAAATCATACAGAAACACAGCGG northern probe  this work

FO358 at CCATTCTTCAGCGAGCAGAGAAGACAAGAC

FO6397 az2/a2 CAGAGGCTCACCGCTC northern probe  this work
FO6398 a2/a2 CGGCGGATGGGTTGG

FO1324 SNR190 GGCCCTGATGATAATG northern probe  Martens and Winston,
FO1325 SNR190 GGCTCAGATCTGCATG 2002

FO6986 telVI-R 1.3 kb CCGTCAACATTACAAGATAAAGATATCGG Southern probe  this work
FO6987 telVI-R 1.3 kb GTATACAAATTGCAGGCAAATAAACACACCAAAAGATAC

FO6990 telVI-R 20 kb CCTAAATTATCTGCTGCAATGATAACCCCATTATC Southern probe  this work
FO6991 telVI-R 20 kb CCGCAGACTCTACTTATGGTGCTTACAAT

FO6988 MSN5 GAGACTTCGCCGACTCCGTAG Southern probe  this work
FO6989 MSN5 CATTTCTGACATAGCAGCAGGTCCAGGATTTC
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Supplementary Figure 1. Spt10 and Spt21 are not detectably associated with a silenced
telomeric region on chromosome VI. Chromatin immunoprecipitation was performed with
SPT10-13xMyc or SPT21-13xMyc strains that were epitope tagged at their C-termini. Real-time
PCR was used to quantitate binding at 0.6 kb and 2.8 kb from telomere VI-R, as well at HTA2-
HTB2 as a positive control. Values were normalized to a region without open reading frames on
chromosome [, then to input DNA. Bars represent mean + SEM for four independent
experiments.



